A trimethylphenylammonium salt of a dinuclear -oxalate complex of diperoxidomonomolybdate units, (C 9 H 14 N) 2 -[Mo 2 (C 2 O 4 )(O 2 ) 4 O 2 ], was obtained from an acidic aqueous solution; the dianion is located about a centre of inversion. Each Mo atom bears two peroxide groups together with one O atom from the oxalate group in its equatorial positions and one terminal O atom as well as another O atom from the oxalate in axial positions. The oxalate group acts as a tetradentate bridging ligand and bridges between the diperoxidomolybdate units.
Related literature
For the structure of the closely related tetrabutylammonium peroxidotungstate analogue, see Hashimoto et al. (1987) . For the structures of related molybdate complexes, see Stomberg & Olson (1985) ; Bayot et al. (2004) .
Experimental
Crystal data (C 9 
The single-crystal subjected to the X-ray analysis was obtained in the following way. Sodium molybdate dihydrate (14.52 g, 0.0600 mol) and oxalic acid dihydrate (3.78 g, 0.0300 mol) were dissolved in ca 60 ml water. To this solution 10 ml of 30% H 2 O 2 (ca 0.10 mol) was added and the volume was adjusted to 100 ml. The pH of the resulted solution was adjusted to 2 with ca 13 mol L -1 nitric acid. To the solution was added 1.0 ml of 1.0 mol L -1 aqueous trimethylphenylammonium chloride solution and the mixture was kept at room temperature. Block shaped crystals appeared in one day (yield 25%).
Refinement
Hydrogen atoms have been calculated in idealized positions with C-H bond lengths of 0.93 Å (aromatic) and 0.96 Å (methyl). They were refined using a riding model with U eq (H) = 1.2 × U iso (C) for aromatic and U eq (H) = 1.5 × U iso (C) for methyl groups. 
Computing details

Figure 1
Molecular structure of the title compound with thermal ellipsoinds drawn at the 50% probability level for non-H atoms.
Symmetry code: (i) 1 -x, 1 -y, -z.
Bis(trimethylphenylammonium) µ-oxalato-bis[oxidodiperoxidomolybdate(VI)]
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
